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	19
	2006
	Jan T. Svensson, Kavitha Madishetty, Jie Zheng, Jin Xu, Pascal Condamine, Rehana Ashgar, Steve Wanamaker, Prasanna Bhat Moscou, Edmundo Rodriguez, Harkamal Walia, Josh Resnik, Hung Le, Serdar Bozdag, Heather Witt, Frank You, Nils Rostoks, Robbie Waugh, Nils Stein, Rajeev Varshney, Andreas Graner, Ming-cheng Luo, Xingping Cui, Tao Jiang, Stefano Lonardi and Timothy J. Close. Connecting the barley genetic and physical maps for 1000 abiotic stress genes. The 14th Intern. Plant and Animal Genome Conference, 2006, San Diego, CA.

	20
	2006
	Kavitha Madishetty, Pascal Condamine, Jan T Svensson, Jie Zheng, Steve Wanamaker, Prasanna Bhat, Matt Moscou, Edmundo Rodriruez, Harkmamal Walia, Josh Resnik, Hung Le, Ming-cheng Luo, Tao Jiang, Stefano Lonardi, Heather Witt, Frank You and Timothy J. Close. Identification of gene-rich BACs using overgo probe hybridization in barley.  The 14th Intern. Plant and Animal Genome Conference, 2006, San Diego, CA.

	21
	2006
	Boryana S. Stamova, Debbie L. Laudencia-Chingcuanco, Frank M. You, Gerard R. Lazo, Diane M. Beckles, Olin D. Anderson. Transcriptional profiling of wheat caryopsis development by cDNA microarray analysis.  The 14th Intern. Plant and Animal Genome Conference, 2006, San Diego, CA.

	22
	2006
	Naxin Huo, Frank M. You, Curt Crossman, Jan Dvorak, Olin D. Anderson, and Yong Qiang Gu, 2006. SNP discovery on wheat group 1 chromosomes. The 14th Intern. Plant and Animal Genome Conference, San Diego, CA.

	23
	2006
	Akhunov ED, AR Akhunova, OD Anderson, JA Anderson, MT Clegg, KR Deal, J Dubcovsky, BS Gill, YQ Gu, J. Hadam, HY Heo, N Huo, G Lazo, KE Lundy, MC Luo, Y-Q Ma, DE Matthews, PE McGuire, LE Talbert, D Tabanao, C Tian, CO Qualset, F You, W Zhang, and J Dvorak. 2006. SNP discovery and deployment in polyploid wheat. The14th Intern. Plant and Animal Genome Conference, San Diego, CA.

	24
	2007
	Lazo G.R., You F.M., Mattews D.E., Gu Y.Q., Luo M.C., Anderson, O.D. Computer tools of high-throughput genomics data analysis. The 1st National Wheat Genomics Conference (NWGC). Kansas City, MO, Nov. 30-Dec 2, 2007.

	25
	2007
	Yaqin Ma, Heather Witt, Rana Naderi, Frank M. You, Charles X. Wang, Kavitha Madishetty, Jan T. Svensson, Jie Zheng, Pascal Condamine, Rehana Ashgar, Steve Wanamaker, Prasanna Bhat, Matt Moscou, Edmundo Rodriguez, Harkamal Walia, Josh Resnik, Serdar Bozdag, Gary J. Muehlbauer, Stefano Lonardi, Timothy J. Close, Ming-Cheng Luo. Contig assembly of gene-containing BACs of barley. The 15th Intern. Plant and Animal Genome Conference, 2007, San Diego, CA.

	26
	2007
	Kavitha Madishetty, Pascal Condamine, Matthew Moscou, Jan T Svensson, Jie Zheng, Steve Wanamaker, Prasanna Bhat, Edmundo Rodriguez, Harkamal Walia, Serdar Bozdag, Josh Resnik, Hung Le, Shane Heinen, Gary H Muehlbauer, Ming-Cheng Luo, Tao Jiang, Stefano Lonardi, Heather Witt, Frank You, Timothy J Close. Progress on physical mapping of the gene-space of barley. The 15th Intern. Plant and Animal Genome Conference, 2007, San Diego, CA.

	27
	2007
	Jan Dvorak, Eduard D Akhunov, Alina R Akhunova, Olin D Anderson, James A Anderson, Nancy Blake, Michael T Clegg, Devin Coleman-Derr, Emily J Conley, Curt C Crossman, Karin R Deal, Jorge Dubcovsky, Bikram S Gill, Yong Q Gu, Jakub Hadam, Hwayoung Y Heo, Naxin Huo, Gerard R. Lazo, Karen E Lundy, Ming Cheng Luo, Ya Q Ma, David E Matthews, Patrick E McGuire, Peter Morrell, Calvin O Qualset, James Renfro, Susan Reynolds, Tabanao Dindo, Luther E Talbert, Chao Tian, Dona Toleno, Marilyn Warburton, Frank M You, Wanjun Zhang. Wheat SNP markers: development, mapping and deployment. The 15th Intern. Plant and Animal Genome Conference, 2007, San Diego, CA.

	28
	2007
	W Zhang, S Chao, ED Akhunov, FM You, OD Anderson, J Dvorak, J Dubcovsky. Discovery of SNPs for wheat homoeologous group 5 and polymorphism among us adapted wheat germplasm. The15th Intern. Plant and Animal Genome Conference, 2007, San Diego, CA.

	29
	2007
	Yong Qiang Gu, Naxin Huo, Gerard R Lazo, John Vogel, Ming-Cheng Luo, Yajin Ma, Jan Dvorak, Teresa Hill, Devin Coleman-Derr, Daniel Hayden, Frank You, Olin D Anderson. Towards Brachypodium genomics: analysis of 60,000 BAC end sequences and sequence comparison with cereal crops. The 15th Intern. Plant and Animal Genome Conference, 2007, San Diego, CA.

	30
	2007
	Ming-Cheng Luo, Yaqin Ma, Naxin Huo,John Vogel, Gerard R. Lazo, Teresa Hill, Devin Coleman-Derr, Daniel Hayden, Jan Dvorak, Olin Anderson, Frank M. You, Yuqin Hu, Charles X. Wang, Yong Q. Gu. Construction of physical map for Brachypodium distachyon. The 15th Intern. Plant and Animal Genome Conference, 2007, San Diego, CA.

	31
	2007
	Jakub Hadam, Eduard D. Akhunov, Olin D. Anderson, Devin Coleman-Derr, Curt Crosmann, Jan Dvorak, Frank M. You, Bikram S. Gill. The nature and distribution of polymorphism in genic regions of homoeologous chromosome group four of wheat. The 15th Intern. Plant and Animal Genome Conference, 2007, San Diego, CA.

	32
	2008
	Frank M. You, Naxin Huo, Yong Qiang Gu, Ming-cheng Luo, Yaqin Ma, Dave Hane, Gerard R. Lazo, Jan Dvorak, and Olin D. Anderson. BatchPrimer3: a high throughput web application for PCR and sequencing primer design. The 16th Intern. Plant and Animal Genome Conference, Jan. 12-16, 2008, San Diego, CA. 

	33
	2008
	Naxin Huo, Gerard R. Lazo, Frank M. You, Mingcheng Luo, Yong Q. Gu, Olin D. Anderson, David Garvin, John Vogel.  A high density SNP map in Brachypodium distachyon. The 16th Intern. Plant and Animal Genome Conference, Jan. 12-16, 2008, San Diego, CA.

	34
	2008
	Eduard D Akhunov, Alina R Akhunova, Olin D Anderson, James A Anderson, Nancy Blake, Michael T Clegg, Devin Coleman-Derr, Emily J Conley, Curt C Crossman, Karin R Deal, Jorge Dubcovsky, Bikram S Gill, Yong Q Gu, Jakub Hadam, Hwayoung Y Heo, Naxin Huo, Gerard R. Lazo, Karen E Lundy, Ming Cheng Luo, Ya Q Ma, David E Matthews, Patrick E McGuire, Peter Morrell, Calvin O Qualset, James Renfro, Susan Reynolds, Dindo Tabanao, Luther E Talbert, Chao Tian, Dona Toleno,  Merilyn Warburton, Frank M You, Wanjun Zhang, Dvorak Jan. Patterns of nucleotide diversity in polyploid wheat. The 16th Intern. Plant and Animal Genome Conference, Jan. 12-16, 2008, San Diego, CA.

	35
	2008
	Dvorak, Jan, Eduard D Akhunov, Alina R Akhunova, Olin D Anderson, James A Anderson, Nancy Blake, Michael T Clegg, Devin Coleman-Derr, Emily J Conley, Curt C Crossman, Karin R Deal, Jorge Dubcovsky, Bikram S Gill, Yong Q Gu, Jakub Hadam, Hwayoung Y Heo, Naxin Huo, Gerard R. Lazo, Karen E Lundy, Ming Cheng Luo, Ya Q Ma, David E Matthews, Patrick E McGuire, Peter Morrell, Calvin O Qualset, James Renfro, Susan Reynolds, Dindo Tabanao, Luther E Talbert, Chao Tian, Dona Toleno, Merilyn Warburton, Frank M You, Wanjun Zhang. Wheat SNP map. The 16th Intern. Plant and Animal Genome Conference, Jan. 12-16, 2008, San Diego, CA.

	36
	2008
	Yong Q Gu, Naxin Huo, John P Vogel, Gerard R Lazo, Frank M You, Olin D Anderson, Yaqin Ma, Jan Dvorak, Ming-Cheng Luo. Structural characterization of Brachypodium genome and synteny conservation with rice and wheat. The 16th Intern. Plant and Animal Genome Conference, Jan. 12-16, 2008, San Diego, CA.

	37
	2008
	Yaqin Ma, Frances Chen, Frank M. You, Jaroslav Dolezel, Wanlong Li, Bikram S. Gill, Ming-Cheng Luo BAC fingerprinting towards physical map construction for the short arm of wheat chromosome 3A. The 16th Intern. Plant and Animal Genome Conference, Jan. 12-16, 2008, San Diego, CA.

	38
	2009
	Frank You, Ming-Cheng Luo, Karin Deal, Joseph Fass, Nikhil Joshi, Dawei Lin, Yong Gu, Naxin Huo, John Lee, Katrien Devos, Patrick McGuire, Jan Dvorak, Olin Anderson. Complex plant genomes and next-generation sequencing. The 9th International Plant Molecular Biology Congress, October 25-30, 2009, St. Louis, Missouri, USA.

	39
	2009
	Frank M. You, Karin Deal, Yong Q. Gu, Humphrey Wanjugi, Ming-Cheng Luo, Katrien Devos, Gerard R. Lazo, Jan Dvroak, Olin Anderson. de novo sequence assembly of genes in wheat with SOLiD system. The 17th Intern. Plant and Animal Genome Conference, Jan. 10-14, 2009, San Diego, CA.

	40
	2009
	Yong Q. Gu, Yaqin Ma, Naxin Huo, John P. Vogel, Frank M. You, Gerard R. Lazo, Charles X. Wang, Daniel M. Hayden, William M. Nelson, Cari Soderlund, Jan Dvorak, Olin D. Anderson, Ming-Cheng Luo. A BAC-based physical map of Brachypodium distachyon genome and its comparison with rice and sorghum. The 17th Intern. Plant and Animal Genome Conference, Jan. 10-14, 2009, San Diego, CA.

	41
	2009
	Yaqin Ma, Jiajie Wu, Frank M. You, Prasanna R. Bhat, Jeffrey T. Ehlers, Philip L. Roberts, Timothy J. Close, Yong Q. Gu, Ming-Cheng Luo. Genomic resources of cowpea (Vigna unguiculata). The 17th Intern. Plant and Animal Genome Conference, Jan. 10-14, 2009, San Diego, CA.

	42
	2009
	Frank M. You, Naxin Huo, Yong Q. Gu, Ming-Cheng Luo, Gerard R. Lazo, Dvroak Jan, Olin D. Anderson. SNPpiper: SNP discovery pipelines for Sanger and SOLiD-based resequencing approaches. The 17th Intern. Plant and Animal Genome Conference, Jan. 10-14, 2009, San Diego, CA.

	43
	2009
	John P. Vogel, Naxin Huo, David F. Garvin, Yong Q. Gu, Frank M. You, Stephanie McMahon, Gerard R. Lazo, Olin D. Anderson, Mingcheng Luo.  A high-density linkage map of Brachypodium distachyon. The 17th Intern. Plant and Animal Genome Conference, Jan. 10-14, 2009, San Diego, CA.

	44
	2009
	Ming-Cheng Luo, Yaqin Ma, Frank M. You, Martin Fregene, Pablo Rabinowicz. A BAC-based fingerprint map of the Cassava genome. The 17th Intern. Plant and Animal Genome Conference, Jan. 10-14, 2009, San Diego, CA.

	45
	2009
	Timothy J Close, Stefano Lonardi, MingCheng Luo, Jaroslav Dolezel, Prasanna Bhat, Kavitha Madishetty, Jan T Svensson, Jie Zheng, Yonghui Wu, Serdar Bozdag, Josh Resnik, Steve Wanamaker, Raymond D Fenton, Matthew Moscou, Pascal Condamine, Edmundo L Rodriguez, Mikeal L Roose, Yaqin Ma, Frank You, Jan Bartos, Hana Simkova, Nils Rostoks, Luke Ramsay, David F Marshall, Robbie Waugh, Nils Stein, Andreas Graner, Rajeev Varshney, Kazuhiro Sato, Rod Wing, Alan Schulman, Gary J Muehlbauer, Andris Kleinhofs, Peter Langridge, Michael Atkins, Roger Wise, Patrick Hayes, Joseph DeYoung, Jafar Mammadov, Saghai Maroof, Cathernie Feuillet, David Laurie, Tim Sutton, Nicholas C Collins, Leila Feiz, Thomas Blake, Anders Falk, Lol Cooper, Muharrem Dilbirligi, Kulvinder Gill, Jorge Dubcovsky, Peggy Lemaux, J Perry Gustafson, Peter Szucs, Hatice Bilgic, Peter L Morrell, Brian Steffenson. Coupling ESTs, SNPs, BACs, mapping populations, flow-sorting and synteny to access the barley genome. The 17th Intern. Plant and Animal Genome Conference, Jan. 10-14, 2009, San Diego, CA.

	46
	2010
	Frank M. You, Humphrey Wanjugi, Naxin Huo, Gerard R. Lazo, Ming-Cheng Luo, Olin D. Anderson, Jan Dvorak, Yong Q. Gu. RJPrimers: unique transposable element insertion junction identification and primer design for marker development. The 18th Intern. Plant and Animal Genome Conference, Jan. 9-13, 2010, San Diego, CA.

	47
	2010
	Ming-Cheng Luo, Yaqin Ma, Frank M You, Olin D Anderson, David Kopecky, Hana Simkova, Jan Safar, Jaroslav Dolezel, Bikram S Gill, Patrick E McGuire, Jan Dvorak. Feasibility of physical map construction from fingerprinted bacterial artificial chromosome libraries of polyploid plant species. The 18th Intern. Plant and Animal Genome Conference, Jan. 9-13, 2010, San Diego, CA.

	48
	2010
	Jan Dvorák, MingCheng Luo, Karin R. Deal, Ya Q. Ma, Frank M. You, Patrick E. McGuire, Joseph N. Fass, Dawei Lin, Olin D. Anderson, Naxin Huo, Yong-Qiang Gu, Sunish K. Sehgal, Gaganpreet Kaur, Bikram S. Gill, Jan Šafár, Hana Šimková, Jaroslav Dolozel, Doreen Ware. Physical map of the Aegilops tauschii genome and its utility for physical mapping of the wheat D genome. The 18th Intern. Plant and Animal Genome Conference, Jan. 9-13, 2010, San Diego, CA.

	49
	2010
	Yniv Palti, Ming-Cheng Luo, Carine Genet, Yuqin Hu, Frank M You, Roger L Vallejo, Caird E Rexroad III. A first generation integrated physical and genetic map of the rainbow trout genome. The 18th Intern. Plant and Animal Genome Conference, Jan. 9-13, 2010, San Diego, CA.

	50
	2010
	Victoria C Blake, David E Matthews, Gerard R Lazo, David Hane, Frank You, John Lee, Olin D Anderson. GrainGenes: the Triticeae genome database. The 18th Intern. Plant and Animal Genome Conference, Jan. 9-13, 2010, San Diego, CA.

	51
	2010
	Frank M. You, Naxin Huo, Karin R. Deal, Yong Q. Gu, Ming-Cheng Luo, Joseph Fass, Dawei Lin, Patrick. E. McGuire, Jan Dvorak and Olin D. Anderson. Annotation-based genome-wide SNP discovery in complex genome Aegilops tauschii using next-generation sequencing data without a reference genome. ITMI, 2010, Beijing, China

	52
	2010
	Olin D. Anderson, Frank M. You, Karin R. Deal, Jan Dvorak, Yong Q. Gu, Naxin Huo, Ming-Cheng Luo, Patrick. E. McGuire.. BAC-by-BAC sequencing with AB SOLiD and Roche 454 sequencing platforms in complex genomes. ASA, CSSA, SSSA, 2010 International Annual Meeting, Oct 31-Nov 3, 2010. Long Beach, United States.


Released  software and databases:

	1
	1991
	Statistical analysis package: A BASIC language- and DOS-based experimental data analysis systems including basic statistical analysis (one variable), multivariate analysis, experimental design, and quantitative genetic analysis. Software was reported in Journal of Nanjing Agricultural University, P. R. China. 

	2
	1992
	Examination-question bank and its management system of statistics course (FoxBase, C/C++, MS-DOS, Nanjing Agricultural University, P.R. China). 

	3
	2002
	FPC Web Viewer: FPC Web Viewer is a client-server-database system to interactively display all contig maps and clones with associated markers for multiple FPC databases on the Web and connect to wEST and GeneBank databases. 

	4
	2003
	Physical Mapping Database WheatDB: A generalized physical mapping databases and 3-tiers Java-based web application system using Java, Servlet, JSP, SQL, PostgreSQL. WheatDB contains all source and processed data and assembled contig maps in multiple physical mapping projects such as wheat D genome, barley, potato and rice etc. There are also separate physical map database for soybean and barley. 

	5
	2003
	GenoProfiler: GenoProfiler is a cross-platform Java software package for completely automated processing of fingerprinting data from ABI 3100/3700 Genetic Analyzer. This software has been widely used in more than 400 laboratories for different high-throughput physical mapping projects. 

	6
	2004
	FPC Browser: A standard alone cross-platform Java tool to view FPC contigs created by FPC software (which can only run under Unix/Linux system) and related physicalmapping data. This tool facilitates user to view contig maps under any platforms. 

	7
	2005
	Wheat SNP databases:  Resources of wheat SNP discovery. This database contains all project data produced in wheat SNP project, including conserved and genome-specific primers, DNA sequences, SNPs, haplotypes and SNP positions in wheat physical and genetic maps.

	8
	2007
	BatchPrimer3: a high throughput web application for PCR and sequencing primer design. This web program has been widely used in many research projects and thousands of PCR primers and sequencing primers has been designed using this software. 

	9
	2009
	ConservedPrimers: a high throughput web application for PCR and sequencing primer design. This web program has been widely used in many research projects and thousands of PCR primers and sequencing primers has been designed using this software. 

	10
	2010
	RJPrimer: a high throughput web application for PCR and sequencing primer design. This web program has been widely used in many research projects and thousands of PCR primers and sequencing primers has been designed using this software. 

	11
	2010
	AGSNP package: an annotation-based genome-wide SNP discovery pipeline package in complex genome Aegilops tauschii using next-generation sequencing data without a reference genome.

	12
	2010
	Pool2BAC: an implementation of BAC-by-BAC sequencing strategy with AB SOLiD and Roche 454 sequencing platforms in complex genomes.


University, Professional and Public Service

	Committees
	2008-2010

	     None
	

	
	

	Reviewed manuscripts
	Bioinformatics

BMC Bioinformatics

BMC Genomics

BMC Research Notes

Plant Breeding

Biotechnology Progress


Grants Funded
	Title:
	Quantitative genetic study of plant complex and quantitative traits (in China)

	Agency:
	The Jiangsu Province NSF

	Period:
	1991-1993

	Amount:
	RMB 80,000

	P.I.s:
	Jinbao Liu, De Yang, Mingan You

	Status:
	Expired

	
	

	Title:
	The eighth-five-year national soybean breeding research program (in China)

	Agency:
	Agricultural Department of China

	Period:
	1991-1995

	Amount:
	RMB 1,000,000

	P.I.s:
	Junyi Gai, Jiaxun Qiu, Qijian Song, Mingan You

	Status:
	Expired

	
	

	Title:
	Computer Expert System for Soybean Breeding (in China)

	Agency:
	The National NSF of China

	Period:
	1993-1995

	Amount:
	RMB 300,000

	P.I.s:
	Junyi Gai, Mingan You

	Status:
	Expired

	
	

	Title:
	Assessment of the Insular Organization of the Wheat D Genome by Physical Mapping

	Agency:
	The US NSF Plant Genome Research Project

	Period:
	09/01/2000-08/31/2004

	Amount:
	$4,435,386

	P.I.s:
	Jan Dvorak, Olin Anderson, Ming-Cheng Luo (Frank You is a senior personnel) 

	Status:
	Expired

	
	

	Title:
	Haplotype polymorphism in polyploidy wheats and their diploid ancestors

	Agency:
	The US NSF The US NSF Plant Genome Research Project

	Period:
	09/01/2003-8/31/2007

	Amount:
	$5,615,748

	P.I.s:
	Jan Dvorak, Calvin Qualset, Jorge Dubcovsky, Ming-Cheng Luo (Frank is a senior personel)

	Status:
	Expired

	
	

	Title:
	Physical Mapping of the Wheat D Genome

	Agency:
	The US NSF The US NSF Plant Genome Research Project

	Period:
	09/03/2008-08/31/2010

	Amount:
	$6,799,974

	P.I.s:
	Jan Dvorak, Olin Anderson, Ming-Cheng Luo (Frank You is a senior personnel) 

	Status:
	Active


Awards

1. The 2nd prize of the Achievements of Sciences and Technology of China and ranked at the sixth in the accomplishment of research “Characteristics of soybean landrace populations in Southern China and exploring, genetics and development of elite gene resources” in 1995. (In China)

2. The 1st prize of the achievements of Sciences and Technology of Nanjing Agricultural University as one of the major researchers in the accomplishment of “Technology and methodology of broadening and improvement of soybean gene resources” in 1995. (In China)

3. The 2nd prize of the excellent teaching achievements in colleges and universities of Jangsu Province in the accomplishment of “Development of Biometrics course, its item bank and its computer management system” in 1993. (In China)

4. The 2nd prize of excellent paper “Development and application of the BASIC general purpose program package of multivariate data analysis” in the Young Teachers Symposium of Nanjing Agricultural University in 1991. (In China)
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